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TCGA-DD-A3A3- TCGA-DD-A1EF- TCGA-ED-A627- TCGA-DD-AACB- TCGA-G3-A3CG- TCGA-BC-A10W- TCGA-G3-A25! TCGA-DD-AADY

LDHA 7.480923787 6. 798273923 8.358048303 7.699961474 8.486788017 8.481106401 7.92506342 8.06170046:
RXRA 4.450799429 6.318072048 5.218264638 5.018903684 6.287126729 6.474002484 5.578826201 5. 32606309:
PDK1 0. 640400348 0.899413838 2. 134258974 1.863982148 1.87704799 2.639360362 1.997507798 2. 27354663¢
MPC1 7.303897082 7.101987369 8.205796381 5.033682029 7.303090493 6.948637967 6.84064377 7.39902830¢
PDHA2 0 0 0 0.085313496 0 0 0 (
PDHB 4.382242866 5.884008563 5.470989586 5. 064967366 5.608118869 5.71917039 5. 366030669 4.65540373¢
MPC2 8.245754189 8.827188878 6.994108502 7.438447838 7.722209362 9.764035331 8.327735595 9. 234012¢
LDHAL6B 0 0 _0.270805938 0 0.162064888 0. 127636639 0 (
PPARD 2.270434925 5. 269150655' 9. 172299464! 3.874965406 5. 621479683 5.678617761  3.7329343 4. 18018567¢
PDHAL 4.466615834 4. 939550789 5.632313773 5.907990773 6.220579077 6. 43274705 5. 752770793 5. 51952228:
PDK2 3.451079526  3.49887014  4.37209879 4.169264284 3.722017882 4.045923516 3. 956873528 4. 66240923¢
HAGH 5. 788461163 5.255336658 5.859301312 5.96753156 5.791322293 5. 513442684 6. 663262096 5. 24727796
PDP1 1. 457401985 2.109820932 3. 448910537 2.204547787 0.633030241 4.984896902 0. 860046439 1. 83387961¢
LDHC 0.603013224 0 0.152171132 0.059822429 0 0.032513601 0.802358538 (
GLO1 5.87311645 7.738807659 6.661067394 7.735307795 6.539080577 7.280165724 6.861549926 6. 95753526¢
DLD 4.000575011 4.852840169 5.625789762 3.838768721 5.865860016 6.70661592 5. 147868835 5. 70658662:
PDK4 3.146345938 3.218039762 7.613873752 4.105374006 4.642550402 5.631772998 3. 983166108 6. 504465997
LDHALBA 0 0.146283896 0. 09435714 0 0.036952501 0. 028837579 0 0.1094649¢
PDHX 3.333159173 4.549049611 4.386219578 4.593438541 4.839051222 5. 432002127 3. 966553153 4. 04724824¢
BSG 7.094233485 8. 602076739 7.934693217 8.449351699 8.11405853 T.047489403 7. 788439755 7.89292324:

SLC16AL 5.206531322 4.917142681 5.061975439 6.278443028 4.341546919 6.299449117 3. 988066022 6. 485563641

FEA > AR

Sample group

TCGA-44-6777-11 C1
TCGA-55-6975-11 C1
TCGA-49-6744-11 C1
TCGA-55-6983-11 C1
TCGA-49-6761-11 C1
TCGA-91-6836-11 C1
TCGA-44-6147-11 C1
TCGA-55-6972-11 C1
TCGA-55-6969-11 C1
TCGA-91-6829-11 C1
TCGA-44-6144-11 C1
TCGA-38-4632-11 C1
TCGA-38-4627-11 C1
TCGA-91-6828-11 C1
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fgsea.res.ixt S5KB

C1l_fgsea.pdf 46KB

C2_fgsea.pdf 24KB
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HALLMARK_TNFA_SIGNALING_VIA_NFKB 242 1.6e-03 5.6e-03
HALLMARK_CHOLESTEROL_HOMEOSTASIS 174 1.7e-03 5.6e-03
HALLMARK_TGF_BETA_SIGNALING 179 1.86-03 5.6e-03
HALLMARK_IL6_JAK_STAT3_SIGNALING 1.62 1.86-03 5.6e-03
HALLMARK_APOPTOSIS 1.50 1.6e-03 5.6-03
HALLMARK_MYOGENESIS 1.88 1.6e-03 5.6e-03
HALLMARK_INTERFERON_GAMMA_RESPONSE 177 1.6e-03 5.66-03
HALLMARK_COMPLEMENT 167 1.6e-03 5.6e-03
HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION 1.65 1.6e-03 5.6e-03
HALLMARK_INFLAMMATORY_RESPONSE 237 1.6e-03 5.6e-03
HALLMARK_UV_RESPONSE_DN 183 1.6e-03 56e-03
HALLMARK_IL2 STAT5_SIGNALING 173 1.6e-03 56e-03
HALLMARK_ALLOGRAFT_REJECTION 191 1.6e-03 56e-03
HALLMARK_KRAS_SIGNALING_UP 1.80 1.6e-03 5.6e-03
HALLMARK_HYPOXIA 1.41 3.2e-03 5.9¢-03
HALLMARK_ADIPOGENESIS 1.46 3.2e-03 509e-03
HALLMARK_APICAL_JUNCTION 1.47 3.2e-03 5.9-03
HALLMARK_COAGULATION 1.46 6.50-03 1.2e-02
HALLMARK_BILE_ACID_METABOLISM 1.48 1.5e-02 250-02
HALLMARK_HEME_METABOLISM 1.30 3.9e-02 6.0e-02
HALLMARK_ANDROGEN_RESPONSE 1.28 8.2e-02 1.2e-01
HALLMARK_UV_RESPONSE_UP 122 1.0e-01 1.4e-01
HALLMARR_APICAL_SURFACE 1.30 1.1e-01 1.6e-01
HALLMARK_XENOBIOTIC_METABOLISM 115 1.5e-01 2.0e-01
HALLMARK_KRAS_SIGNALING_DN 115 1.5e-01 2.0e-01
HALLMARK_ESTROGEN_RESPONSE_EARLY 1.13 1.8e-01 22e-01
HALLMARK_ANGIOGENESIS 1.23 1.8e-01 22e-01
HALLMARK_FATTY_ACID_METABOLISM 112 21e-01 25e-01
HALLMARK_INTERFERON_ALPHA_RESPONSE 22e-01 26e-01
HALLMARK_P53_PATHWAY 29e-01 32e-01
HALLMARK_NOTCH_SIGNALING 3.6e-01 3.9e-01
HALLMARK_HEDGEHOG_SIGNALING 5.5e-01 57e-01
HALLMARK_PEROXISOME 7.2e-01 7.4e-01
HALLMARK_WNT_BETA_CATENIN_SIGNALING 8.0e-01 8.0e-01
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